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BIOGRAPHICAL SKETCH 
 

NAME 
Legrain Pierre 

CURRENT AFFILIATION 
CEA, France 

POSITION TITLE 
Director of the Life Sciences Division 

EDUCATION/TRAINING  (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.) 

INSTITUTION AND LOCATION DEGREE 
(if applicable) YEAR(s) FIELD OF STUDY 

Ecole Normale Supérieure, Paris , France  1975 Sciences - Biology 
Paris University PhD 1981 Genetics 
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Bioinformatics. 2008, 24:1625-31.  
 
 
Please indicate in 200 words or less the reason(s) why you would be a suitable candidate for the HUPO 
Council elections. 
 
I am interested in many challenges associated with large scale biology, from large datasets gathering, 
bioinformatics analyses, modeling of integrated biology and more specifically protein interactions and 
networks. 
 
I am involved with HUPO since its beginning. I feel that it might be good to renew HUPO council members. 
However, I was elected as HUPO secretary general for a two-year term starting January 1st, 2009. It seems 
thus appropriate to candidate for a renewal of my position as HUPO council member. 


