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A. Professional Experience

773 - 6/76 Doctoral Candidate and post-doctoral fellow in Human Genetics, University of Michigan

7176 - 6/78  Residency in Pediatrics (levels 1 & 2), Children's Hospital of Michigan

7178 - 6/79 Instructor in Pediatric Hematology, University of Michigan

7/79 - 8/84  Assistant Professor of Pediatrics, Dept. of Pediatric Hematology, University of Michigan

8/84 - 8/89  Associate Professor of Pediatrics, University of Michigan

1989-1990  Sabbatical Year-Max Planck Institute, Munich, W. Germany; California Institute of Technology
9/89 - pres.  Professor of Pediatrics, University of Michigan

2004-pres. Full Member, Public Heath Sciences Division, Program Head, Molecular Diagnostics

Fred Hutchinson Cancer Research Center, Seattle, WA
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C. RESEARCH SUPPORT

Ongoing Research Support

CA039542
NIH/NCI 7/1/04 — 6/30/09
Cellular and Molecular Studies of Bone Marrow Transplant
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The overall goal of this project is to explore the cellular and molecular mechanisms of allogeneic bone marrow
transplantation (BMT) and to serve as a translational research platform for novel therapeutic strategies for
patients with hematologic malignancies.

U01 CA84982 (Hanash)

NIH/NCI 9/24/04 — 8/31/09

Proteomics Biomarker Development Laboratory

The major goal of this project is the identification of novel cancer biomarkers using serum from cancer patients.

U54 (Gambhir/Agus) 5/1/06 — 4/30/10

NIH/NCI

Center of Cancer Nanotechnology Excellence — Therapy Monitoring (Project 4)

The objective of Project 4 is to test potential markers uncovered using proteomic profiling technologies and
others that target proteins known to be associated with cancer.

NO1-WH-74313; Contract #HHSN268200764313C (Li) 01/15/07 - 01/14/09

NHLBI

Identification and Validation of Circulating Biomarkers of the Early Detection of Breast Cancer in Pre-clinical
Specimens

The specific aims of this proposal are: 1. To use three proteomic platforms to identify protein biomarkers in
preclinical sera that could potentially be used for the early detection of breast cancer; 2. To validate the utility
of the potential protein biomarkers identified in this study with respect to their specificity and sensitivity as
markers of early detection; and 3. To enhance the predictive power of our set of protein biomarkers by
including known risk factors for breast cancer in our models.

NO1-WH-74315; Contract #HHSN268200764315C (Prentice) 01/15/07 — 01/14/09

NHLBI

Title: Proteomics and the Health Effects of Postmenopausal Hormone Therapy

The specific aims of this proposal are: 1. To use three proteomic platforms to identify protein biomarkers in
preclinical sera to determine the health effects of postmenopausal hormone therapy; 2. To validate the utility of
the potential protein biomarkers identified in this study with respect to their specificity and sensitivity as
markers of early detection; and 3. To enhance the predictive power of our set of protein biomarkers by
including potential risk factors of postmenopausal hormone therapy in our models.

U01 CA128427 (Hancock)

NIH/NCI 09/04/2007-06/30/2012

Glycan Markers for the Early Detection of Breast Cancer

A tumor glycome laboratory team with multi-disciplinary expertise in glycomics, proteomics, informatics and
cancer markers is proposing to implement a new paradigm in the use of glycan biomarkers for early detection
of cancer. Specific aim 1 is focused on the analysis of glycans and glycoproteins in plasma to identify
differences in plasma between newly diagnosed breast cancer subjects and controls. Specific Aim 2 is focused
on the analysis of breast cancer tissue obtained at the time of surgery to identify glycan and glycoprotein
differences between tumor containing and tumor free tissue. The translational aspect of this study is achieved
in specific aim 3 by the development of a high throughput and sensitive glycan assay platform (GAP) which will
be used to pre-validate markers in a large sample set and thus facilitate subsequent clinical studies.

Avon Foundation (Hanash) 01/01/08-12/31/10

Title: Validation of an Autoantibody Signature for Breast Cancer

This proposal aims to define and validate a set of tumor antigens that induce an autoantibody response in
breast cancer detectable in blood that would be particularly suited for early detection.
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